Genomics, Bioinformatics, and Personalized Medicine: The MicroArray Quality Control (MAQC) Project
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Abstract： The MicroArray Quality Control (MAQC) project was originally launched by the US Food and Drug Administration (FDA) in 2005 to address concerns about the reliability microarray technologies as well as data analysis issues (http://edkb.fda.gov/MAQC/).  The first phase of MAQC (MAQC-I) evaluated technical performance of various microarray gene expression platforms and assessed advantages and limitations of competing data analysis methods for identifying differentially expressed genes (http://www.nature.com/nbt/focus/maqc/).  MAQC-II tried to reach consensus on “best practices” of developing and validating microarray-based predictive models for clinical and preclinical applications.  MAQC-III (SEQC) is evaluating technical performance and addressing bioinformatics challenges of next-generation sequencing technologies in transcriptome analysis.  With broad participation from the academia, industry, and government sectors, the MAQC project is enhancing our capabilities of understanding, predicting, and preventing serious adverse drug reactions with patient-specific genomic information in MAQC-IV (PADRE) toward personalized medicine.
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